[Various views on the formation of the spatial structure of proteins].
Basing on the protein tertiary structure data analysis, the peculiarities of enzymatic catalysis, as well as on the results of ab initio conformational energy map calculations of dipeptides, the conclusion is drawn, that the synthesis of polypeptide chains on the ribosome occurs on the right hand conformation of amino acid residues. For the number of amino acid residues to transfer to left hand conformation, local and electoral conditions are necessary. Some possible errors in the X-ray crystal structure data of proteins are pointed out.